SUPPLEMENTARY MATERIALS Figure S1. LinJ18_V3.1670 inactivation in Leishmania infantum. (A) Schematic representation of the LinJ18_V3.1670 locus in L. infantum before and after integration of the inactivation cassettes (hygromyin phosphotransferase B, HYG; neomycin phosphotransferase, NEO); and the relevant BglI restriction sites (B). (B) Southern blot analysis with genomic DNA digested with BglI from the WT and knock outs and hybridization with a 549bp probe from the 5' flank LinJ18_V3.1670. Molecular weights are indicated on the left, the various alleles are pinpointed on the right. 1, L. infantum LinJ18_V3.1670 wild type ; 2, LinJ18_V3.1670/HYG ; 3, LinJ18_V3.1670 null mutant HYG/NEO
. Events of BIR in the absence of repeated sequence in the targeting construct. 
